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3 <110> APPLICANT: Majumder, Kumud 

4 Vernet, Corine 

5 Casman, Stacie J 

6 Wolenc, Adam R 

7 Spaderna, Steven K 

8 Padigaru, Muralidhara 

9 Mishnu, Vishun S 



ENTERED 



10 




Tchernev, Vellzar 


T 


11 




Spytek, Kimberly A 


12 




Li, Li 




13 




Baumgartner, Jason C 


14 




Gusev 


Vladimir 




i 16 


<120> 


TITLE 


OF INVENTION: Novel Proteins and Nucleic Acids Encoding Same 


18 


<130> 


FILE REFERENCE: 15966-748 


C--> 20 


<140> 


CURRENT APPLICATION NUMBER: US/LO/044 , 643 


Ct;-> 21 


<141> 


CURRENT FILING DATE: 2002-01-11 


23 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/193,664 


24 


<151> 


PRIOR 


FILING DATE 


2000-03-31 


26 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/194,614 


27 


<151> 


PRIOR 


FILING DATE 


2000-04-05 


29 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,063 


30 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


32 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,066 


33 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


35 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,067 


36 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


38 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,068 


39 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


41 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,069 


42 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


44 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,070 


45 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


47 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/195,510 


48 


<151> 


PRIOR 


FILING DATE 


2000-04-06 


50 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/219,855 


51 


<151> 


PRIOR 


FILING DATE 


2000-07-21 


53 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/221,284 


54 


<151> 


PRIOR 


FILING DATE 


2000-07-27 


56 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/221,325 


57 


<151> 


PRIOR 


FILING DATE 


2000-07-28 


59 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/224,588 


60 


<151> 


PRIOR 


FILING DATE 


2000-08-11 


62 


<150> 


PRIOR 


APPLICATION 


NUMBER: 60/239,613 
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63 <151> PRIOR FILING DATE: 2000-10-11 

65 <150> PRIOR APPLICATION NUMBER: 60/262,508 

66 <151> PRIOR FILING DATE: 2001-01-18 

68 <150> PRIOR APPLICATION NUMBER: 60/263,604 

69 <151> PRIOR FILING DATE: 2001-01-23 

71 <150> PRIOR APPLICATION NUMBER: 60/263,433 

72 .<151> PRIOR FILING DATE: 2001-01-23 

74 <150> PRIOR APPLICATION NUMBER: 60/265,161 

75 <151> PRIOR FILING DATE: 2001-01-30 
77 <160> NUMBER OF SEQ ID NOS : 83 

79 <170> SOFTWARE: Patentln Ver. 2.1 

81 <210> SEQ ID NO: 1 

82 <211> LENGTH: 1050 

83 <212> TYPE: DNA 

84 <213> ORGANISM: Homo sapiens 

86 <400> SEQUENCE: 1 

87 ccgccatgta caacgggtcg tgctgccgca tcgaggggga caccatctcc caggtgatgc 60 

88 cgccgctgct cattgtggcc tttgtgctgg gcgcactagg caatggggtc gccctgtgtg 120 

89 gtttctgctt ccacatgaag acctggaagc ccagcactgt ttaccttttc aatttggccg 180 

90 tggctgattt cctccttatg atctgcctgc cttttcggac agactattac ctcagacgta 24 0 

91 gacactgggc ttttggggac attccctgcc gagtggggct cttcacgttg gccatgaaca 300 

92 gggccgggag catcgtgttc cttacggtgg tggctgcgga caggtatttc aaagtggtcc 360 

93 acccccacca cgcggtgaac actatctcca cccgggtggc ggctggcatc gtctgcaccc 420 

94 tgtgggccct ggtcatcctg ggaacagtgt atcttttgct ggagaaccat ctctgcgtgc 4 80 

95 aagagacggc cgtctcctgt gagagcttca tcatggagtc ggccaatggc tggcatgaca 540 

96 tcatgttcca gctggagttc tttatgcccc tcggcatcat cttattttgc tccttcaaga 600 

97 ttgtttggag cctgaggcgg aggcagcagc tggccagaca ggctcggatg aagaaggcga 660 

98 cccggttcat catggtggtg gcaattgtgt tcatcacatg ctacctgccc agcgtgtctg 720 

99 ctagactcta tttcctctgg acggtgccct cgagtgcctg cgatccctct gtccatgggg 7 80 

100 ccctgcacat aaccctcagc ttcacctaca tgaacagcat gctggatccc ctggtgtatt 840 

101 atttttcaag cccctccttt cccaaattct acaacaagct caaaatctgc agtctgaaac 900 

102 ccaagcagcc aggacactca aaaacacaaa ggccggaaga gatgccaatt tcgaacctcg 960 

103 gtcgcaggag ttgcatcagt gtggcaaata gtttccaaag ccagtctgat gggcaatggg 1020 

104 atccccacat tgttgagtgg cactgaacaa 1050 

107 <210> SEQ ID NO: 2 

108 <211> LENGTH : 346 

109 <212> TYPE: PRT 

110 <213> ORGANISM: Homo sapiens 

112 <400> SEQUENCE: 2 

113 Met Tyr Asn Gly Ser Cys Cys Arg lie Glu Gly Asp Thr lie Ser Gin 

114 15 10 15 

116 Val Met Pro Pro Leu Leu He Val Ala Phe Val Leu Gly Ala Leu Gly 

117 20 25 30 

119 Asn Gly Val Ala Leu Cys Gly Phe Cys Phe His Met Lys Thr Trp Lys 

120 35 40 45 

122 Pro Ser Thr Val Tyr Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu 

123 50 55 60 

125 Met He Cys Leu Pro Phe Arg Thr Asp Tyr Tyr Leu Arg Arg Arg His 

126 65 70 75 80 
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128 


Trp 


Ala 


Phe 


Gly Asp He Pro Cys 


129 










85 




131 


Met 


Asn 


Arg 


Ala Gly Ser He Val 


132 








100 






134 


Arg 


Tyr 


Phe 


Lys 


Val 


Val His Pro 


135 






115 






120. 


137 


Thr 


Arg 


Val 


Ala Ala Gly He Val 


138 




130 








135 


140 


Leu 


Gly 


Thr 


Val 


Tyr Leu Leu Leu 


141 


145 










150 


143 


Thr 


Ala 


Val 


Ser Cys 


Glu Ser Phe 


144 










165 




146 


His 


Asp 


He 


Met 


Phe Gin Leu Glu 


147 








180 






149 


Leu 


Phe 


Cys 


Ser 


Phe 


Lys He Val 


150 






195 






200 


152 


Leu 


Ala 


Arg 


Gin Ala Arg Met Lys 


153 




210 








215 


155 


Val 


Ala 


He 


Val 


Phe 


He Thr Cys 


156 


225 










230 


158 


Leu 


Tyr 


Phe 


Leu 


Trp 


Thr Val Pro 


159 










245 




161 


His 


Gly 


Ala 


Leu 


His 


He Thr Leu 


162 








260 






164 


Leu 


Asp 


Pro 


Leu 


Val 


Tyr Tyr Phe 


165 






275 






280 


167 


Tyr 


Asn 


Lys 


Leu 


Lys 


He Cys Ser 


168 




290 








295 


170 


Ser 


Lys 


Thr 


Gin 


Arg 


Pro Glu Glu 


171 


305 










310 


173 


Arg 


Ser 


Cys 


He 


Ser 


Val Ala Asn 


174 










325 




176 


Gin 


Trp 


Asp 


Pro 


His 


He Val Glu 



177 340 

180 <210> SEQ ID NO: 3 

181 <211> LENGTH: 1050 

182 <212> TYPE: DNA 

183 <213> ORGANISM: Homo sapiens 

185 <400> SEQUENCE: 3 

186 tcgccatgta caacgggtcg tgctgccgca 

187 cgccgctgct cattgtggcc tttgtgctgg 

188 gtttctgctt ccacatgaag acctggaagc 

189 tggctgattt cctccttatg atctgcctgc 

190 gacactgggc ttttggggac attccctgcc 

191 gggccgggag catcgtgttc cttacggtgg 

192 acccccacca cgcggtgaac actatctcca 

193 tgtgggccct ggtcatcctg ggaacagtgt 

194 aagagacggc cgtctcctgt yagagcttca 

195 tcatgttcca gctggagttc tttatgcccc 



Arg 


Val 
90 


Gly 


Leu 


Phe 


Thr 


Leu 
95 


Ala 


Phe 


Leu 


Thr 


Val 


Val 


Ala 


Ala 


Asp 


105 










110 






His 


His 


Ala 


Val 


Asn 
125 


Thr 


He 


Ser 


Cys 


Thr 


Leu 


Trp 
140 


Ala 


Leu 


Val 


He 


Glu 


Asn 


His 
155 


Leu 


Cys 


Val 


Gin 


Glu 
160 


He 


Met 
170 


Glu 


Ser 


Ala 


Asn 


Gly 
175 


Trp 


Phe 


Phe 


Met 


Pro 


Leu 


Gly 


He 


He 


185 










190 






Trp 


Ser 


Leu 


Arg 


Arg 
205 


Arg 


Gin 


Gin 


Lys 


Ala 


Thr 


Arg 
220 


Phe 


He 


Met 


Val 


Tyr 


Leu 


Pro 
235 


Ser 


Val 


Ser 


Ala 


Arg 
240 


Ser 


Ser 
250 


Ala 


Cys 


Asp 


Pro 


Ser 
255 


Val 


Ser 


Phe 


Thr 


Tyr 


Met 


Asn 


Ser 


Met 


265 










270 






Ser 


Ser 


Pro 


Ser 


Phe 
285 


Pro 


Lys 


Phe 


Leu 


Lys 


Pro 


Lys 
300 


Gin 


Pro 


Gly 


His 


Met 


Pro 


He 
315 


Ser 


Asn 


Leu 


Gly 


Arg 

320 


Ser 


Phe 
330 


Gin 


Ser 


Gin 


Ser 


Asp 
335 


Gly 



Trp His 
345 



tcgaggggga caccatctcc caggtgatgc 60 
gcgcactagg caatggggtc gccctgtgtg 120 
ccagcactgt ttaccttttc aatttggccg 180 
cttttcggac agactattac ctcagacgta 24 0 
gagtggggct cttcacgttg gccatgaaca 300 
tggctgcgga caggtatttc aaagtggtcc 360 
cccgggtggc ggctggcatc gtctgcaccc 420 
atcttttgct ggagaaccat ctctgcgtgc 4 80 
tcatggagtc ggccaatggc tggcatgaca 540 
tcggcatcat cttattttgc tccttcaaga 600 



file://C:\CRF3\Outhold\VsrJ044643.htm 



RAW SEQUENCE LISTING DATE: 01/30/2002 

PATENT APPLICATION: US/10/044,643 TIME: 15:14:41 

Input Set : A:\Cura-241.app 
"Output Set: N:\CRF3\01302002\J044643.raw 

196 ttgtttggag cctgaggcgg aggcagcagc tggccagaca ggctcggatg 

197 cccggttcat catggtggtg gcaattgtgt tcatcacatg ctacctgccc 

198 ctagactcta tttcctctgg acggtgccct cgagtgcctg cgatccctct 

199 ccctgcacat aaccctcagc ttcacctaca tgaacagcat gctggatccc 

200 atttttcaag cccctccttt cccaaattct acaacaagct caaaatctgc 

201 ccaagcagcc aggacactca aaaacacaaa ggccggaaga gatgccaatt 

202 gtcgcaggag ttgcatcagt gtggcaaata gtttccaaag ccagtctgat 

203 atccccacat tgttgagtgg cactgaacaa 

206 <210> SEQ ID NO: 4 

207 <211> LENGTH: 1104 

208 <212> TYPE: DNA 

209 <213> ORGANISM: Homo sapiens 

211 <400> SEQUENCE: 4 

212 gtgccattgt ggggactccc 

213 tgtacaacgg gtcgtgctgc 

214 tgctcattgt ggcctttgtg 

215 gcttccacat gaagacctgg 

216 atttcctcct tatgatctgc 

217 gggcttttgg ggacattccc 

218 ggagcatcgt gttccttacg 

219 accacgcggt gaacactatc 

220 ccctggtcat cctgggaaca 

221 cggccgtctc ctgtgagagc 

222 tccagctgga gttctttatg 

223 ggagcctgag gcggaggcag 

224 tcatcatggt ggtggcaatt 

225 tctatttcct ctggacggtg 

226 acataaccct cagcttcacc 

227 caagcccctc ctttcccaaa 

228 agccaggaca ctcaaaaaca 

229 ggagttgcat cagtgtggca 
2 30 acattgttga gtggcactga 

233 <210> SEQ ID NO: 5 

234 <211> LENGTH : 346 



235 


<212> TYPE: PRT 




















236 


<213> ORGANISM: 


Homo sapiens 












238 


<400> SEQUENCE: 


5 


















239 


Met Tyr Asn Gly 


Ser 


Cys 


Cys 


Arg 


He 


Glu Gly Asp Thr He Ser 


Gin 


240 


1 


5 










10 




15 




242 


val Met Pro Pro 


Leu 


Leu 


He 


Val 


Ala 


Phe 


Val 


Leu Gly Ala Leu 


Asp 


243 


20 










25 






30 




245 


Asn Gly Val Ala 


Leu 


Cys 


Gly 


Phe 


Cys 


Phe 


His 


Met Lys Thr Trp 


Lys 


246 


35 








40 








45 




248 


Pro Ser Thr Val 


Tyr 


Leu 


Phe 


Asn 


Leu 


Ala 


Val 


Ala Asp Phe Leu 


Leu 


249 


50 






55 










60 




251 


Met He Cys Leu 


Pro 


Phe 


Arg 


Thr 


Asp 


Tyr 


Tyr 


Leu Arg Arg Arg 


His 


252 


65 




70 










75 




80 


254 


Trn Ala Phe Gly 










Ary 


Val 


Giy 


Leu Phe Thr Leu 


Ala 


255 




85 










90 




95 
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aagaaggcga 660 
agcgtgtctg 720 
gtccatgggg 780 
ctggtgtatt 840 
agtctgaaac 900 
tcgaacctcg 960 
gggcaatggg 1020 
1050 



tgggctgctc tgcacccgga 
cgcatcgagg gggacaccat 
ctgggcgcac tagacaatgg 
aagcccagca ctgtttacct 
ctgccttttc ggacagacta 
tgccgagtgg ggctcttcac 
gtggtggctg cgggcaggta 
tccacccggg tggcggctgg 
gtgtatcttt tgctggagaa 
ttcatcatgg agtcggccaa 
cccctcggca tcatcttatt 
cagctggcca gacaggctcg 
gtgttcatca catgctacct 
ccctcgagtg cctgcgatcc 
tacatgaaca gcatgctgga 
ttctacaaca agctcaaaat 
caaaggccgg aagagatgcc 
aatagtttcc aaagccagtc 
acaa 



cacttgctct gtccccgcca 60 
ctcccaggtg atgccgccgc 120 
ggtcgccctg tgtggtttct 180 
tttcaatttg gccgtggctg 240 
ttacctcaga cgtagacact 300 
gttggccatg aacagggccg 360 
tttcaaagtg gtccaccccc 420 
catcgtctgc accctgtggg 480 
ccatctctgc gtgcaagaga 540 
tggctggcat gacatcatgt 600 
ttgctccttc aagattgttt 660 
gatgaagaag gcgacccggt 720 
gcccagcgtg tctgctagac 780 
ctctgtccat ggggccctgc 840 
tcccctggtg tattattttt 900 
ctgcagtctg aaacccaagc 960 
aatttcgaac ctcggtcgca 1020 
tgatgggcaa tgggatcccc 1080 
1104 
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257 


Met Asn 


Arg 


Ala 


Gly Ser 


He 


Val 


Phe 


Leu 


Thr 


Val 


Val 


Ala 


Ala 


Gly 


258 






100 










105 










110 






260 


Arg Tyr 


Phe 


Lys 


Val 


Val 


His 


Pro 


His 


His 


Ala 


Val 


Asn 


Thr 


He 


Ser 


261 




115 










120 










125 








263 


Thr Arg 


Val 


Ala 


Ala Gly 


He 


Val 


Cys 


Thr 


Leu 


Trp 


Ala 


Leu 


Val 


He 


264 


130 










135 










140 










266 


Leu Gly 


Thr 


Val 


Tyr Leu 


Leu 


Leu 


Glu 


Asn 


His 


Leu 


Cys 


Val 


Gin 


Glu 


267 


145 








150 










155 










160 


269 


Thr Ala 


Val 


Ser 


Cys Glu 


Ser 


Phe 


He 


Met 


Glu 


Ser 


Ala 


Asn 


Gly 


Trp 


270 








165 










170 










175 




272 


His Asp 


He 


Met 


Phe 


Gin 


Leu 


Glu 


Phe 


Phe 


Met 


Pro 


Leu 


Gly 


He 


He 


273 






180 










185 










190 






275 


Leu Phe 


Cys 


Ser 


Phe 


Lys 


He 


Val 


Trp 


Ser 


Leu 


Arg 


Arg 


Arg 


Gin 


Gin 


276 




195 










200 










205 








278 


Leu Ala 


Arg 


Gin 


Ala 


Arg 


Met 


Lys 


Lys 


Ala 


Thr 


Arg 


Phe 


He 


Met 


Val 


279 


210 










215 










220 










281 


Val Ala 


He 


Val 


Phe 


He 


Thr Cys Tyr 


Leu 


Pro 


Ser 


Val 


Ser 


Ala 


Arg 


282 


225 








230 










235 










240 


284 


Leu Tyr 


Phe 


Leu 


Trp 


Thr 


Val 


Pro 


Ser 


Ser 


Ala 


Cys 


Asp 


Pro 


Ser 


Val 


285 








245 










250 










255 




287 


His Gly 


Ala 


Leu 


His 


He 


Thr 


Leu 


Ser 


Phe 


Thr 


Tyr 


Met 


Asn 


Ser 


Met 


288 






260 










265 










270 






290 


Leu Asp 


Pro 


Leu 


Val 


Tyr 


Tyr Phe Ser 


Ser 


Pro 


Ser 


Phe 


Pro 


Lys 


Phe 


291 




275 










280 










285 








293 


Tyr Asn 


Lys 


Leu 


Lys 


He 


Cys 


Ser 


Leu 


Lys 


Pro 


Lys 


Gin 


Pro 


Gly 


His 


294 


290 










295 










300 










296 


Ser Lys 


Thr 


Gin 


Arg 


Pro 


Glu 


Glu 


Met 


Pro 


He 


Ser 


Asn 


Leu 


Gly 


Arg 


297 


305 








310 










315 










320 


299 


Arg Ser 


Cys 


He 


Ser 


Val 


Ala 


Asn 


Ser 


Phe 


Gin 


Ser 


Gin 


Ser 


Asp 


Gly 


300 








325 










330 










335 




302 


Gin Trp 


Asp 


Pro 


His 


He 


Val 


Glu 


Trp 


His 














303 






340 










345 

















306 <210> SEQ ID NO: 6 

307 <211> LENGTH : 1149 

308 <212> TYPE: DNA 

309 <213> ORGANISM: Homo sapiens 

311 <400> SEQUENCE: 6 

312 atggccgatg cagccacgat agccaccatg aataaggcag caggcgggga caagctagca 60 

313 gaactcttca gtctggtccc ggaccttctg gaggcggcca acacgagtgg taacgcgtcg 120 

314 ctgcagcttc cggacttgtg gtgggagctg gggctggagt tgccggacgg cgcgccgcca 180 

315 ggacatcccc cgggcagcgg cggggeagag agcgcggaca cagaggcccg ggtgcggatt 240 

316 ctcatcagcg tggtgtactg ggtggtgtgc gccctggggt tggcgggcaa cctgctggtt 300 

317 ctctacctga tgaagagcat gcagggctgg cgcaagtcct ctatcaacct cttcgtcacc 3 60 

318 aacctggcgc tgacggactt tcagtttgtg ctcaccctgc ccttctgggc ggtggagaac 420 

319 gctcttgact tcaaatggcc cttcggcaag gccatgtgta agatcgtgtc catggtgacg 4 80 

320 tccatgaaca tgtacgccag cgtgttcttc ctcactgcca tgagtgtgac gcgctaccat 540 

321 tcggtggcct cggctctgaa gagccaccgg acccgaggac acggccgggg cgactgctgc 600 

322 ggccggagcc tgggggacag ctgctgclLo tcggccaagg cgctgtgtgt gtggatctgg 660 

323 gctttggccg cgctggcctc gctgcccagt gccattttct ccaccacggt caaggtgatg 720 



Vac of r. : v.r'/r.r ':'c>r. hr.s iw rWrc''?c: H U'~- '•' quence Listing. 
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